
Whole-exome sequencing of discordant and 
concordant affected sib pairs in 
spinocerebellar ataxia type 3 (SCA3): a tool to 
identify novel modifier genes and highlight 
disrupted molecular pathways.
https://neurodegenerationresearch.eu/survey/whole-exome-sequencing-of-discordant-and-concordant-affected-sib-
pairs-in-spinocerebellar-ataxia-type-3-sca3-a-tool-to-identify-novel-modifier-genes-and-highlight-disrupted-
molecular-pathways/

Principal Investigators

Maria Manuela Medeiros Lima

Institution

Instituto de Biologia Molecular e Celular (IBMC/UP)

Contact information of lead PI
Country

Portugal

Title of project or programme

Whole-exome sequencing of discordant and concordant affected sib pairs in spinocerebellar 
ataxia type 3 (SCA3): a tool to identify novel modifier genes and highlight disrupted molecular 
pathways.

Source of funding information

FCT

Total sum awarded (Euro)

€ 129,366

Start date of award

01/06/2016

Total duration of award in years

2.5

Keywords



Research Abstract
Further information available at:

Types: 
Investments < €500k

Member States: 
Portugal

Diseases: 
N/A

Years: 
2016

Database Categories: 
N/A

Database Tags: 
N/A


